
shinyCircos-V2.0: Leveraging the creation of Circos

plot with enhanced usability and advanced features

Yazhou Wang, Lihua Jia, Ge Tian, Yihan Dong, Xiao Zhang, Zhengfu Zhou, 

Xiang Luo, Yang Li, Wen Yao

National Key Laboratory of Wheat and Maize Crop Science, College of Life Sciences, Henan Agricultural University,

Zhengzhou 450002, China 

Henan Institute of Crop Molecular Breeding, Henan Academy of Agricultural Sciences, Zhengzhou 450002, China

College of Agriculture, Henan University, Kaifeng, Henan, China

Yazhou Wang, Lihua Jia, Ge Tian, Yihan Dong, Xiao Zhang, Zhengfu Zhou, Xiang Luo, Yang Li, and Wen Yao. 2023. 

shinyCircos‐V2.0: Leveraging the creation of Circos plot with enhanced usability and advanced features. iMeta e109. 

https://doi.org/10.1002/imt2.109

http://www.imeta.science/
https://doi.org/10.1002/imt2.109


Introduction

Circos
• Display genomic data in circular format

• Demonstrate similarities or differences among genomes

• Display SNP, Indel, gene distribution, DNA methylation, etc.

• Krzywinski et al. Genome Research, 2009

• 8633 citations

• http://circos.ca/

http://circos.ca/


Introduction

The basic structure of a Circos graph

Concepts in Circos Diagram:

• Track

• Sector

• Cell

• Links



Introduction

Circos was originally created as a command-line tool using the Perl programming language. Similar tools were 

developed using other programming languages.

Existing tools that can be used to make Circos diagrams:

• Circos, Perl, http://circos.ca/

• circlize, R, https://jokergoo.github.io/circlize_book/book/

• shinyCircos-V1, R, https://venyao.xyz/shinyCircos-V1/

• BioCircos.js, Javascript, http://bioinfo.ibp.ac.cn/biocircos/index.php

• Circleator, Perl, https://jonathancrabtree.github.io/Circleator/

• CIRCUS, R, https://bmcbioinformatics.biomedcentral.com/articles/10.1186/1471-2105-15-198

• interacCircos, R, https://github.com/mrcuizhe/interacCircos/

• NG-Circos, Javascript, https://github.com/YaCui/NG-Circos

• Galactic Circos, Javascript, https://doi.org/10.1093/gigascience/giaa065

• TBtools, Java, https://github.com/CJ-Chen/TBtools
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https://venyao.xyz/shinyCircos-V1/
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Introduction

shinyCircos-V1 shinyCircos-V2.0
• https://venyao.xyz/shinyCircos-V1/

• Yu et al. Bioinformatics, 2018

• https://venyao.xyz/shinyCircos/

https://venyao.xyz/shinyCircos-V1/
https://venyao.xyz/shinyCircos/


Optimized GUI

Data UploadHome Circos Parameters Circos Plot

Gallery Help About Contact



Basic steps to make a Circos plot

The first step to make a Circos plot using shinyCircos-V2.0:

• Decide whether to use a predefined reference 

genome

• Upload the input dataset in one go or in batches on 

the "Data Upload" page

• Distribute the input data correctly and click the 

button to save the data

• Click the Submit button to submit the data to the 

server



Basic steps to make a Circos plot

The second step to make a Circos plot using shinyCircos-V2.0:

• Set the plot type for individual track data

• Set the track index

• Set the drawing parameters for the track

• Set the index to draw the label and the drawing 

parameters of the label

• Set plotting parameters for links data

• Click the Submit button to make the Circos plot



Basic steps to make a Circos plot

The third step to make a Circos plot using shinyCircos-V2.0:

• Generate a Circos graph on the "Circos Plot" 

page

• PDF or SVG files can be downloaded

• Advanced parameters of the Circos graph can 

be tuned

• R script can be downloaded



Advanced features of shinyCircos-V2.0

• Support for adding track index

• Support adding the Y axis of Track

• Support for highlighting specific areas

• Support for adding legends

• Support drawing links according to the 

midpoint

• ……



Help tutotial

Detailed help tutotial (in Chinese and English)

Basic description of the input data format Detailed instructions of the essential steps to 

make a Circos plot



Example input dataset

30 Circos diagrams created using shinyCircos-V2.0 and 

their input datasets

Ten example input datasets



Summary

• Source code: https://github.com/YaoLab-Bioinfo/shinyCircos-V2.0

• Online use: https://venyao.xyz/shinyCircos/

• Online use : https://asiawang.shinyapps.io/shinyCircos/

• Contact: gentelmanwang@gmail.com or yaowen@henau.edu.cn

• Citation: Wang et al. iMeta, 2023
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iMeta: Integrated meta-omics to change the understanding of the biology and environment

“iMeta” is an open-access Wiley partner journal launched by iMeta Science Society consist of scientists in bioinformatics and
metagenomics world-wide. iMeta aims to promote microbiome, and bioinformatics research by publishing research,
methods/protocols, and reviews. The goal is to publish high-quality papers (top 10%, IF > 15) targeting a broad audience.
Unique features include video submission, reproducible analysis, figure polishing, APC waiver, and promotion by social media
with 500,000 followers. Four issues were released in March, June, September, and December 2022. Index by Google Scholar,
Crossref, Dimensions, PubMed(partial), DOAJ and Scopus.

Society: http://www.imeta.science
Publisher: https://wileyonlinelibrary.com/journal/imeta

Submission: https://mc.manuscriptcentral.com/imeta
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