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PyComplexHeatmap matplotlib seaborn ComplexHeatmap Description
__Version | 138 _ | _ 871 _ |_._012 | _ _: 2181 _ | _.___. Testversion |
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Support Dot
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Annotations

[PyGomplexHeatmap

Automatically
Distributed

atplotlib/ matplotlib

mwaskom/ seaborn

custom
function

custom
function

goo/ GmplexHeatmap

Manually
Distributed

Scale rows or columns using
._Standard scale or z score _
Clustering rows and columns

using different clustering

methods and metrics

Split rows or columns using int
number or given annotations

Whether support matrix
containing NaN (missing
_._.___values) ___ __
Add different kinds of
annotations, including simple
annotation, barplot, boxplot
and scatterplot annotations

Add float values on the top of
heatmap cells

vertically or horizontal to
generate a joint figure

Plot dot heatmap using
different size, colormap and
marker for different categories

Plot the figure legends
together or separately in
______ another figure
together or separately in
another figure

Add labels annotations to show
the interested rows or columns
and merge the labels of the
rows/cols belonging to the
same group and distribute
them evenly throughout the
axis without overlapping
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col_colers_dict={

'"Adipocytes':'#1E93AE', 'Bladder-Ep': '#FF9CE8"', 'Blood-B"': '#A48043°, 'Blood-Granul': "#FFOF
'Blood-Mono+Macro': '#FF7F@@ "', '"Blood-NK': "#FF2ZEBD', 'Blood-T': '#CCAA43 "', 'Bone-0steoh': '#E
'Breast-Basal-Ep': '#CC4487"', 'Breast-Luminal-Ep': '#CC843D', 'Colon-Ep': "#663028°', 'Dermal-
'Epid-Kerat': '#1E93AE', 'Eryth-prog’': '#4@705F', 'Fallopian-Ep': '#069351"', 'Gallbladder': '#
'Gastric=Ep': '#CCA30@", 'Head-Neck-Ep': '#002929', '"Heart-Cardio': "#FF99AA", "Heart-Fibro':
'Kidney-Ep': '#F&6FF99°, 'Liver-Hep': '#6CBFO@°, 'Lung-Ep-Alveo': "#BA99FF', 'Lung-Ep-Bron':'#
'Neuron': '#9e542e’, 'Oligodend” : "#2ca®2c’, 'Pancreas-Acinar': "#DF7F@@', 'Pancreas-Beta':'#
'Pancreas=Delta’: "#FFCC32', 'Pancreas=Duct': "#7F4C33°, 'Skeletal=-Musc': "#FFCCEE', 'Small-I
'Smooth—Musc': '#1E93AE', 'Thyroid-Ep': "#B2BFFF'}

HeatmapAnnotation(label=anno_label(df _col['Group’],merge=True, rotation=98,extend=True,
colors=col_colors_dict,adjust_color=True, luminance=0.75,
relpos=(0.5,0)), #fontsize=1@

Group=anno_simple(df_col['Group'],colers=col_colors_dict), #legend kws={'faon
verbose=@,axis=1)

rovw_ha = HeatmapAnnotation(

Group=anno_simple(df_row['Group'], legend=True,

colors=col_ha.annotations[1].color_dict),
verbose=0,axis=0,plot_legend=False) #label_kws={'rotation':98, 'rotation_mode

col _ha

plt.figure(figsize=(6, 18))

cm = ClusterMapPlotter(data=data. loc[df_row.index.tolist(),df_col.index.tolist()],
top_annotation=col_ha, left_annotation=row_ha,
row_cluster=False,col_cluster=False,
label="beta', row_dendrogram=False, legend_gap=7,
cmap="parula',rasterized=True)

plt.savefig("Loyfer2823_heatmap.pdf",bbox_inches="'tight')

plt.show()
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https://dingwb.qgithub.io/PyComplexHeatmap

# PyComplexHeatmap

Installation

# / More Examples / Plot correlation matrix for CpG modules using DotClustermap

Plot correlation matrix for CpG modules using DotClustermap

Get Started Processing the data

Clustermap

dotHeatmap
oncoPrint

Advanced Usage

More Examples

Visualizing Differential Expression
Genes

Visualizing Single Cell DNA
Methylation Data (Loyfer2023)

Composite two heatmaps
horizontally for mouse DNA

methylation array dataset [2]:
Plot correlation matrix for CpG [2]:
modules using DotClustermap

Processing the data

Plotting the Dot clustermap

A smaller dot clustermap

Gallery
PyComplexHeatmap [31:
Citation [3]

: import os,sys

smatplotlib inline

import matplotlib.pylab as plt

# sys.path.append(os.path.expanduser("~/Projects/Github/PyComplexHeatmap/"))
from PyComplexHeatmap import *

from matplotlib.colors import LinearSegmentedColormap

df_corr = pd.read_csv("../data/kycg_modules_correlations.csv",sep="\t', index_col=8)
df_ann = pd.read_csv("../data/kycg_modules_annotations.csv",sep='\t")

betas = pd.read_csv("../data/kycg_modules_betas.csv",sep="\t")
cpg_std=betas.std().to_dict(})

cpg_mean=betas.mean().to_dict()

df_ann.set_index('CpG',inplace=True)

df_ann.Module=df_ann.Module.astype(str)

df_ann.Module.value_counts().head{18)

4 45
1 30
3 28
9 17
2 17
39 17
37 16
45 13
33 13

6
Name: Module, dtype: int64

df_ann. loc [df_ann.Module.isin(['4"','1","'3",'9","'2",'39",'37"'])]1.HM.unique()

: array(['H3K4me1;H3K79me2; H3K79me3', 'H3F3A;H4K20mel', nan,

"H2BK2@ac;H3K4mel', 'H3F3A;H3K23me2', 'H2BK2@ac', 'H2AFY', 'H3F3A',

"HaK20mel', 'H2AK9ac;H2BK12ac;H2BK15ac;H2BK2@ac;H3Komel",

"H3K9mel', 'H3K23me2', 'H2BK120ub', 'H2BK12ac', 'H2AZac;H3K79mel',
"H2A;H2AZac;H3_4ac;H3K27mel; H3K4me3B; H3K56ac ; H3K79me1; H3K9ac_H3K14ac; H3K9K14ac",
"CENPA;H1.0;H1.4;H2A; H2AFZ; H2AK119; H2AK9ac ;H2AZac;H3.3;H3. 3, H2A. Z; H3ac; H3K27ac; H3K27me1; H3K4me3 ; H3K4

*H3K18Cr; HAK16ac; HistonelysineAcetylat ion; HistonelysineCrotonylation®,

O Edit on GitHub

# PyComplexHeatmap
# / Gallery

NTS Gallery -
Installation
Get Started Click the picuture to view the source code.
Clustermap
dotHeatmap
oncoPrint
Advanced Usage
More Examples
Gallery
PyComplexHeatmap
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