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Sequence Read Archive (SRA) data, available through multiple cloud providers and NCBI servers, is the la
available repository of high throughput sequencing data. The archive accepts data from all branches of life
metagenomic and environmental surveys. SRA stores raw sequencing data and alignment information to e

and facilitate new discoveries through data analysis.
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Microbiome Research

Red queen Hypothesis: Now, here, you see, it takes all the running you can do, to keep in the same place.
Black queen Hypothesis: It's a dirty job but somebody's got to do it.
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This study aims to determine protist community structures using ilumina MiSeq paired-end sequencing (for 183 rDNA) in the East China Sea
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Project: Tara Oceans Metagenome (HUST-P-0000000067)
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