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Introduction

Metagenomic data is growing at an extremely rapid rate

Human microbiome Project Tara Oceans Project Earth Microbiome Project



Introduction

Several databases have been constructed to maintain metagenome data and metadata 

such as:

Mgnify database

SRA database

IMG/M database



Metadata

Additional information about the samples or data collected from a microbial community.

Metadata: Massive and heterogeneous



Introduction

A platform is required to utilize the metadata to decipher the relationship between biomes 

and metagenomes

The MicroEXPERT platform (https://MicroEXPERT.aimicrobiome.cn/) for data

management, data analysis, and data mining of the metagenome.

Highlight:

1. Long-term data preservation.

2. Integrate gene research tools and species identification tools.

3. A broad range of statistical tools are supplied for Metagenome-Wide Association

analysis



Result



Results

(A)Show the homepage title of the MicroEXPERT

(B)Show the biome information for projects 

(C)Show the screenshot of the biome list

(D)show the analysis results for a processed run



Results

A screenshot of the MWAS workflow



Results



Results
Investigation the gene-species-sample relationship with one sequence

(A)Gene annotation 

workflow

(B) Species identification 

workflow

(C)Sample search 

workflow



Summary



Summary

1.Retrieved 4,236 projects, covering 328,417 samples with detailed taxonomical and

functional profiles.

2. Support Metagenome-Wide Association analysis and gene search module.

3. MicroEXPERT will be updated bi-annually to reflect the latest advancements in

metagenome research and MWAS analysis.
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iMeta: Integrated meta-omics to change the understanding of the biology and environment

“iMeta” is an open-access Wiley partner journal launched by scientists of the Chinese Academy of Sciences. iMeta aims to

promote metagenomics, microbiome, and bioinformatics research by publishing original research, methods, or protocols, and

reviews. The goal is to publish high-quality papers (Top 10%, IF > 15) targeting a broad audience. Unique features include video

submission, reproducible analysis, figure polishing, APC waiver, and promotion by social media with 500,000 followers. Three

issues were released in March, June , and September 2022.

Society: http://www.imeta.science

Publisher: https://wileyonlinelibrary.com/journal/imeta
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