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Upload a file in any format and the system will encode the file according to the parameters you choose.

I Upload File @ Preview

= Encode Parameter

Choose the encoding algorithm you need.

or algorithm details, please refer to the Help page.
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The web server and codes of the platform are available
at http://storage.dailab.xyz:16666/ and https://github.c
om/DNAstorage-iSynBio/Storage-D/, respectively.
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= Encode Parameter

Choose the encoding algorithm you need.

& Algorithm

WuKong b For algorithm details, please refer to the Help page

Set the encoding parameters you need.

= Encoded Length <> Homopolymer & Min GC% @ Max GC%
200 6 40 60

&+ Codec Pin
Default v

If the Codec Pin is set to User Defined remember your Pin value, because the same value needs
*If the Codec P t to User Defined, ber ) P lue, ¢ tf / d

to be entered when decoding

For parameter details, please refer to the Help page.

Set the additional parameters you need.

@ ECC (RS) X Flanking Sequence

0 No v I= Redundancy

*ECC (RS) : The number of RS Code bytes in each maximum 256 bytes. For details, please refer
to reed-solo.

For parameter details, please refer to the Help page

You can fill in an email to receive the encoded result file.
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