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A total of 17 newborn infants,
11 male and 6 female, were enrolled.

Relevant information of pregnant women
in the study cohort was collected.
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Study Cohort

Gender
Male

Female
Birth Weight(g)
Gestational age (weeks)
Age of the mothers (years)
Time of the first-pass meconium
Mode of delivery
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‘ Result

(A)The absolute abundance of meconium and second-pass feces. (p = 0.002)
(B) The absolute abundance of eutocia group and C-section group in meconium and second-pass feces.
There is no significant difference between two groups in meconium and second-pass feces.
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Result

(C) PCoA analysis in meconium and feces. (p = 0.001)
(D) PCoA analysis in eutocia group and C-section group in meconium (left). (p = 0.258) and
PCoA analysis in eutocia group and C-section group in second-pass feces (right). (p = 0.033).
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Result

(E) The absolute abundance and relative abundance changing of Bacteroidetes, Proteobacteria,

Actinobacteria and Firmicutes in the eutocia group (left) and C-section group (right).
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Summary

dIn this investigation, we employed the spike-in plasmid method to conduct
relative and absolute quantitative analysis of the meconium and the second-pass
feces. The abundance of bacteria in meconium samples and second-pass fecal
samples was found to be 1.14x107 CFU/g and 1.59x108 CFU/g respectively

JWe determined that the similarity of meconium was unaffected by the mode of
delivery, whereas a notable distinction was evident between the second-pass
feces of infants delivered via eutocia and those delivered through C-section.

dWe found an intermediate state (10°-107 CFU/g) between fetuses and adults (1020-
101 CFU/g)



|M€ta: Integrated meta-omics to change the understanding of the biology and environment WI LEY

VOLUME 1 « ISSUE 2 « JUNE 2022

97 | ] Ieeeag.c

: N 5
\Vﬁ f

“iMeta” is an open-access Wiley partner journal launched by iMeta Science Society consist of scientists in bioinformatics and
metagenomics world-wide. iMeta aims to promote microbiome, and bioinformatics research by publishing research,
methods/protocols, and reviews. The goal is to publish high-quality papers (top 10%, IF>20) targeting a broad audience. Unique
features include video submission, reproducible analysis, figure polishing, bilingual, and promotion by social media with 500,000
followers. Since 2022 have been published 160 papers and cited > 2300 times. Index by ESCI, Google Scholar, DOAJ and Scopus.

Society: http://www.imeta.science @ofﬁce@imeta.science Q iMetaScience

Publisher: https://wileyonlinelibrary.com/journal/imeta
.9 . .
Submission: https://wiley.atyponrex.com/journal/IMT2 Promotion Video 0 iMetaScience



https://onlinelibrary.wiley.com/journal/2770596x
https://mjl.clarivate.com/
https://scholar.google.com/citations?user=u181x38AAAAJ
https://doaj.org/toc/2770-596X
https://suggestor.step.scopus.com/progressTracker/?trackingID=E44A9E02E9092B0D
http://www.imeta.science/
https://wileyonlinelibrary.com/journal/imeta
https://wiley.atyponrex.com/journal/IMT2
mailto:office@imeta.science
https://twitter.com/iMetaScience
https://www.facebook.com/iMetaScience
https://youtu.be/PTpchpQbx9s

	幻灯片 1
	幻灯片 2
	幻灯片 3
	幻灯片 4
	幻灯片 5
	幻灯片 6
	幻灯片 7
	幻灯片 8

