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Introduction



Clinical significance of gut microbiota 

——pharmacological studies & drug-targeting genes regulation

Maximize gut microbiota's value in drug efficacy evaluation 
& cut new drug development waste.

Gut microbiota, a vital interface between human body and 
environment, intuitively mirrors human adaptation to it.



Potential feasibility of gut microbiota as an 

evaluation criterion for evaluating individual 

differences in drug efficacy: 

★ Involvement of gut flora in drug ADME; 

★ Interaction of gut flora with drug-targeting 

genes.

Clinical significance of gut microbiota 

——pharmacological studies & drug-targeting genes regulation



Environmental factors affecting gut microbiota



Drug preclinical research strategies based on precise germ-free animal models

Exploring drug phenotypic differences and confirming the involvement of gut 

microbes in drug efficacy and toxicology using precise germ-free animal models.



Drug preclinical research strategies based on precise germ-free animal models

In vivo function exploration and component screening 
of gut microbiota drug metabolism

Investigating the "causal" relationship between gut microbiota 
and drug metabolism based on microbial sorting, culturomics 
and precision monoculture colonisation of germ-free animals.



Drug preclinical research strategies based on precise germ-free animal models

Function-oriented precise bacterial culture and in 

vivo functional verification
Co-culture based on the in vivo function of gut microbiota



conclusion

“Corresp
ondence 
between 
man and 
universe”

“Universe”

“Man”

Environmental factors

Genetic factors 

Gut microbiota

Drug ADME

• Gut microbiota is influenced by genetic and environmental factors that significantly influence the host 

microenvironment of drug absorption, distribution, metabolism, and excretion of the host. This 

highlights the necessity of establishing a new evaluation system for drug-microbiota interactions. 

• To study the complex nature of the interaction between gut microbiota and drugs in the body, we proposes 

a new top-down research model using precise germ-free animals.
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