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Microbiome Atlas/Sino-Hydrosphere for Ocean Ecosystems (MASH-Ocean: https://www.biosino.org/mash-ocean)
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Run D Project ID Sample ID Habitat Source Env Zone Env Medium Fractionation Location Longitude Latitude B
—I Habitat Source
SRR7648270 PRINA482655 SAMMOY765707 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 2275
Env Zone
SRR7648273 PRIMAZ SAMMNOST65T13 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA 158 22,75 -
SRR7648274 PRINA. SAMMNOS765706 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22,75 Env Medium
SRR7648284 PRINA482655 SAMMNOS765689 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22.75
_I Fractionation
SRR7648285 SAMMNO9765688 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22.75 -
SRR7643236  PRINA422655  SAMNOG765691  Abyssal Zone Abyssal Zone  Seawater Meta Pacific Ocean: North Pacific Gyre: Station ALOHA  -158 22,75 Location
SAMMOI765690 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22,75
Longitude
SRR7648288 SAMMO9765685 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22,75
SRR7648289 PRINA482655 SAMNM09765684 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22.75 ) -
~ Latitude
SRR7648290 SAMMOY765687 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22.75
SAMMOY9765686 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22.75 P
SRR7648292 SAMMOY765711 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 2275 Depth (m)
SRR SAMNO9765T10 Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA 158 22.75
SRR7648204 SAMMO976570% Abyssal Zone Abyssal Zone Seawater Meta Pacific Ocean: North Pacific Gyre; Station ALOHA -158 22,75
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* The meta information were standardized.
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