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Introduction

With the increasing severity of water environment pollution and global climate change, understanding the 

diversity, function, and distribution of aquatic microorganisms has become increasingly important.



Overview of MASH-Ocean

The top is the navigation bar of the web-site, and there are eight icons including Home, Sample View, 

Diversity Analysis, Function Analysis, Biogeography, Interaction Network, Task List and Help.



Workflows for MASH-Ocean



Graphical Tools for different purpose



Case1: Diversity and function analysis



Case2: Biogeography and Interaction Networks



Summary

❑ MASH-Ocean is a website-based platform that collects, assembles, and annotates global marine 

metagenome data, providing users with microbial diversity analysis, metabolic feature reconstruction, 
and global comparison tools. Users can visualize the data without prior bioinformatics knowledge.

❑ The platform's workflow includes reads-level and contigs-level analyses, offering microbial taxonomy 

analysis using Kraken2 and Bracken, and metabolic feature analysis through MEGAHIT assembly and 
eggNOG annotation. Users can explore samples, conduct diversity comparisons, analyze metabolic 
pathways, perform biogeography analysis, and visualize interaction networks. Estimated processing 
times range from 10 minutes to over an hour depending on the analysis.

❑ MASH-Ocean's scope will extend beyond ocean ecosystems to include wetlands, lakes, rivers, etc. 

Suggestions and comments from users are encouraged to further improve the platform.

❑ Website: https://www.biosino.org/mash-ocean/
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