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Introduction

Immune cells and cytokines
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Respiratory microbiota
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Figure 1. Resident microbiota of the normal human respiratory tract (left)
and the impact of lung cancer on the lung microbiota (right).



Carcinogenic mechanism
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Figure 2. Mechanism diagram of microbial dysbiosis leading to
lung epithelial carcinogenesis and promoting tumor development.



Summary

1 Advances in culture-independent techniques have revealed previously
unrecognized microbiota in the lower respiratory tract and lung cancer recently.

 Lung or intratumor microbiota can contribute to lung cancer progression
through direct biological functions, sustained immune activation, and
Immunosuppressive mechanisms.

1 Dysbiosis of the lower respiratory tract microbiota can serve as a potential
therapeutic target. However, its clinical value warrants further investigation.
Moreover, the safety of aerosolized bacteria must be carefully evaluated.
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