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Introduction

1. The infinity symbol illustrates the 

seamless workflow of ImageGP 2, 

encompassing essential functions such as 

data format transformation, data validation, 

and parameter combination. This process 

culminates in the generation of diverse 

visual outputs, including line, point, and 

bar plots. 

2.  Key features include a personalized 

user center for managing large datasets, 

interactive visualizations, and streamlined 

error feedback mechanisms. 

3. Additionally, the introduction of the 

ImageGP R package enables local and 

batch analyses. 

4. Overall, the infinity symbol embodies 

the limitless potential for data analysis and 

visualization offered by ImageGP 2.
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Highlights
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Matrix Formats and Transformations

Figure 1. Matrix Formats and Transformations. (A) Illustration of the transformation between wide and long 

format matrices. (B) Overview of matrix merging capabilities, demonstrating five modes: left, right, inner, 

outer, and horizontal stacking (hstack). (C) Description of the "explode matrix" function, which expands 

matrix dimensions by splitting elements in a single column and duplicating values from another columns.



Complex analysis generates result reports
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File Management and Tools Records



ImageGP script runs locally

The R package ImageGP retains the same parameters as its online counterpart. Each data visualization tool generates an R 

script tailored to user inputs and parameters. Users have the option to download these scripts, open them in RStudio or 

other R Integrated Development Environments (IDEs), and customize file paths and output prefixes for local execution.

https://www.bic.ac.cn/BIC/#/
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Summary

❑ In this paper, we introduced ImageGP 2, an upgraded version of a popular online data 

visualization and analysis cloud platform.

❑ ImageGP 2 advanced user interface, expanded analytical capabilities, seamless data 

handling. New modules for data transformation and pre-parameter selection data 

validation. Personalized user center, reproducible scripts, seamless error debugging, 

introduction of local analysis capabilities.

❑ The ImageGP 2 platform will continue to be updated and maintained, integrating 

individual tools into workflows that enable users to initiate analyses directly from raw 

data.

❑ Website: https://www.bic.ac.cn/BIC/#/
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iMeta: Integrated meta-omics to change the understanding of the biology and environment

“iMeta” is an open-access Wiley partner journal launched by iMeta Science Society consist of scientists in 

bioinformatics and metagenomics world-wide. iMeta aims to promote microbiome, and bioinformatics research by 

publishing research, methods/protocols, and reviews. The goal is to publish high-quality papers (top 10%, IF>20) 

targeting a broad audience. Unique features include video submission, reproducible analysis, figure polishing, 

bilingual, and promotion by social media with 500,000 followers. Since 2022 have been published 160 papers and 
cited > 2300 times. Index by ESCI, Google Scholar, DOAJ and Scopus.

Society: http://www.imeta.science  

Publisher: https://wileyonlinelibrary.com/journal/imeta 

Submission: https://wiley.atyponrex.com/journal/IMT2 
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