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Introduction

1. The infinity symbol illustrates the
seamless workflow of ImageGP 2,
encompassing essential functions such as
data format transformation, data validation,
and parameter combination. This process
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batch analyses.

4. Overall, the infinity symbol embodies
the limitless potential for data analysis and
visualization offered by ImageGP 2.
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Professional plots in seconds
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Matrix Formats and Transformations
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Figure 1. Matrix Formats and Transformations. (A) Hllustration of the transformation between wide and long
format matrices. (B) Overview of matrix merging capabilities, demonstrating five modes: left, right, inner,
outer, and horizontal stacking (hstack). (C) Description of the "explode matrix" function, which expands
matrix dimensions by splitting elements in a single column and duplicating values from another columns.



Complex analysis generates result reports

WGCNA

Data matrix (tab separated text file)

Main expression data 1 WGCNA analysis
ID Zygote 2_cell 4_cell 8_cell Morula ICM -
Pou5f1 1 05 03 104 16 32 1.1 Expression data preprocess
Sox2 2 1 0.6 5.2 8 16 1.2 Soft power detection
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File Management and Tools Records

File management
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ImageGP script runs locally

1 Pretty heatmap result
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Source on Save

data = "C:/Users/yangm/Downloads/a. txt"
display_numbers "NULL"
outputprefix

outputpictype = "pdf"
renameDuplicateRowNames = FALSE
Togv = "NULL"

Tlog_add = 0

scale
top_n =1

statistical_value_type = "mad"

annotation_row = :/Users /yangm/Downloads/row. txt”
annotation_col = "C:/Users/yangm/Downloads/col. txt"
cluster_rows = FALSE

cluster_cols = TRUE

clustering_method — “complete”
clustering_distance_rows - "pearson”
clustering_distance_cols = "pearson”
Top Leve) =

Background Jobs

R R422. -~/
+  Tabel_row_cluster_boundary = label_row_cluster_boundary,

+ Tlabel_col_cluster_boundary = label_col_cluster_boundary,

+ Tlabel_every_n_rowitems = label_every_n_rowitems,

+  label_every_n_colitems = label_every_n_colitems,
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+  ytics = ytics,
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+ debug = debug,
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cat(sp_current_time(), "Success.\n")
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The R package ImageGP retains the same parameters as its online counterpart. Each data visualization tool generates an R
script tailored to user inputs and parameters. Users have the option to download these scripts, open them in RStudio or
other R Integrated Development Environments (IDEs), and customize file paths and output prefixes for local execution.
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Summary

A In this paper, we introduced ImageGP 2, an upgraded version of a popular online data
visualization and analysis cloud platform.

 ImageGP 2 advanced user interface, expanded analytical capabilities, seamless data
handling. New modules for data transformation and pre-parameter selection data
validation. Personalized user center, reproducible scripts, seamless error debugging,
Introduction of local analysis capabilities.

 The ImageGP 2 platform will continue to be updated and maintained, integrating
Individual tools into workflows that enable users to initiate analyses directly from raw
data.
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