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Background: Graph pangenome
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Highlights

❑ The comprehensive pig pangenome assembly of 27 genomes represents the 
most extensive collection assembled to date.

❑ BTF3 is a key candidate gene for regulating intramuscular fat deposition and 
meat quality in pigs.

❑ The graph pangenome reveals the importance of structural variations in 
adaptation and breed-specific traits.



Introduction



Results: Pig pangenome and structural variations analysis



Results: Structural variations and pig adapation



Results: Selection signature analysis



Results : BTF3 functional analysis



Summary

❑ In this study, we constructed 
the most representative pig 
pangenome to date.

❑ The pangenome and structural 
variation sets provide valuable 
resources for identifying 
candidate genes linked to 
important traits in pigs.
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iMeta: Integrated meta-omics to change the understanding of the biology and environment

“iMeta” is a Wiley partner journal launched by iMeta Science Society in 2022, first impact factor (IF) 23.8 in 2024, ranking 2/161 in 

the microbiology. It aims to publish innovative and high-quality papers with broad and diverse audiences. Its scope is similar to 

Nature Biotechnology, Nature Methods, Nature Microbiology , Nature Food, etc. Its unique features include video abstract, 

bilingual publication, and social media dissemination, with more than 600,000 followers. It has published 240+ papers and been cited 

for 6000+ times, and has been indexed by SCIE / WOS, PubMed, Google Scholar, and Scopus.

“iMetaOmics” is a sister journal of “iMeta” launched in 2024, with a target IF>10, and its scope is similar to Nature 

Communications, Microbiome, ISME J, Nucleic Acids Research, Briefings in Bioinformatics, etc. All contributes are welcome!

Society: http://www.imeta.science  
Publisher: https://wileyonlinelibrary.com/journal/imeta 
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