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Skin microbiota

*The skin and gut exhibit
comparable signal
transduction and
innervation pathways,
suggesting a potential
interconnection between
gut-skin axial
communication and
neurcimmune
inflammatory as well as
neuradevelopmental C
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disorders.

*Daily skin-to-skin
contact with the mother
after birth is associated
with enhanced brain
development in infants. )

Uterine microbiota

*The potential presence of
microbiota in the uterine cavity,
placenta, and amniotic fluid raises
intriguing guestions about fetal
microbial exposure. These
microorganisms, if present, could
represent the earliest microbial

encounters for the developing fetus.

*The putative uterine microbiota will
not only colonize the fetus before
birth, but may also play acrucial role
in fetal growth and development.
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Oral microbiota

*The oral microbiota and the
host engage in a complex and
dynamic ecological interplay.

*The oral microbiota and their
products are involved in
several neurological disease

|processes.

*The oral microbiota
composition and oral health
status of pregnant women can
influence the microbial
colonization patterns and
phylogenetic diversity of the

\newborns.
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Gut barrier

+Mucus barrier

- Maternal gut microbiota, their metabolites
and bacterial structural components cross
the gut barrier and play a remarkable role in
the microenvironmental regulation of diverse
tissue sites throughout the body.

* Substances of interest may also cross or
act on other barriers, such as the blood-milk

- barrier and the blood-placental barrier. This

interaction is not merely incidental, rather, it
is fundamental to shaping the systemic
microbiological landscape of the mother and
profoundly impacts the healthy development

-Gut epithelial barrier OF the offspring.

- Gut vascular barrier
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Estrogen B Vagina

Conception
Mode of delivery

delivery.

| microbiota

*The crosstalk between gut and vaginal
microbiota is mostly mediated by disruption of
mucus and epithelial barriers, alterations in pH
levels, and changes in host immune homeostasis
and metabolite profiles.

*Vaginal microbiota will continue to maintain the
health of mother and baby from conception to
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