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The parameter comparison of co-occurrence network

Settings PS

Nodes 117 82

Edges 627 341

Type Undirected Graph Undirected Graph

Average Degree 10.72 8.32

Average Weighted Degree 1.57 1.15

Network Diam eter 9 8

Network Radius 5 5

Network Overview Average Path length 3.68 3.53
Graph Density 0.09 0.10

Modularity 3.91 3.67

Modularity with resolution 3.64 3.67

Number of Communities 7 5

Number of Weakly Connected Con 1 1

Average Clustering Coefficient 0.58 0.46

Node Overview Total triangles 1388 581
Sum change 0.021 0.011
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KO Number KO Defmition

K00101 L-lactate dehydrogenase (cytochrome
K00053 ketol-acid reductoisomerase

K00108 choline dehydrogenase

K01796 alpha-methylacyl-CoA racemase

EC Pathway Level 2

1.1.23 Carbohydrate metabolism

1.1.1.86 Amino acid metabolism

1.1.99.1 Amino acid metabolism

5.1.99.4 Lipid metabolism
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Conclusions

1. To investigate the mechanism controlling the parasitism of O. cumana, we
performed integrated multi-omics analysis In this study. It was demonstrated that
rhizosphere microbes have a regulatory effect on the parasitism of O. cumana.

2. By constructing a molecular binding model, we successfully predicted three
compounds that promote the germination of O. cumana and clarified their molecular
recognition mechanisms.

3. For practical purpose, the strategy of screen compounds appears applicable to other

parasitic weeds, including Phelipanche species.
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