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Output 68 capsules/plant,

1000-grains weight: 4.14 mg

totally 174,000 seeds
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Results

H: healthy

PL:1-25 plants

PM: 26-50 plants

PS: >50 plants
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Results

Lysobacter: HX79

Variovorax: GB8

Pseudomonas: HX1, HX134, HX140 
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Conclusions

1. To investigate the mechanism controlling the parasitism of O. cumana, we

performed integrated multi-omics analysis in this study. It was demonstrated that

rhizosphere microbes have a regulatory effect on the parasitism of O. cumana.

2. By constructing a molecular binding model, we successfully predicted three

compounds that promote the germination of O. cumana and clarified their molecular

recognition mechanisms.

3. For practical purpose, the strategy of screen compounds appears applicable to other

parasitic weeds, including Phelipanche species.
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