.
Ggtree: HT RSk B W K
FE S B A7 4 5 T WA 1
A Ay A

AU, Ak, BB, WRECE, FECW, 05, B
e, i AR

R BRI S A 0 B R A
A A TR S 7 5 s L 9 52 ki
DR L N
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Guangchuang Yu. 2022. “ Ggtree: A serialized data object for visualization of a phylogenetic tree and annotation
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WA R RN THERATEENRGEKENE, KA Lk FEREAE (W
bootstrapfE) I HIERF|RAKEW L (LLU/E N CARFRZE B 4> Bt
ggﬂﬁﬁﬁ&ﬁﬁiﬁ%%ﬁﬁﬁﬁiﬂﬁﬁﬁ@%,ﬁ%*%%%%%%%

TE IR TV
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[1] https://doi.org/10.1371/journa l.pone.0110268
[2] https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4073804/
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1FEXC

# Loading the required packages
ggtfee%ﬂ%#’l‘@ pacman::p_load(tidytr'efe, treeio, ggplo’.cz, ggtree)
# The url of phylogenetic tree and associated data,
# which can be replace user own files.
url <- paste@("https://raw.githubusercontent.com/Treeviz/",
"metastyle/master/design/viz_targets_exercise/")
# parsing the phylogenetic tree files with
# the functions of treeio package, it will generate
%\’JL’Z_Z%:*}T + *H;ééi:f)%'fm e # phyL]oC or tr‘eeda{?:a objectl.o e ?
X <- read.tree(paste@(url, "tree boots.nwk"))
# reading the associated data
d <- read.csv(paste@(url, "inode_data.csv"))
# constructing the ggtree object (using ggtree function) and
# adding associated data to the object (using %<+% function)
p <- ggtree(x) %<+% d +
# annotating tree with the posterior (in this example) or other data
geom_nodepoint(aes(colour = posterior), size = 5) +
# adjust the color of the data point annotated.
scale_color_viridis c() +
# adjusting the theme of the object.
theme(legend.position = 'right')

(R PAKS SRe a5 €I A

v

——
L
———@ posterior
I
ZN RO IAMIER AFESE /R —— print(p) S — M.
E— 0.84
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gotree X 5t 0] PU#K A SR 25 #T AU (phylozl &
treedata) Xy R #H 1T 0J F4L, X5 Microsoft Ay
TR 0L

1FEXC

## extract tree from graphic object

tree <- as.treedata(p)

## associated data is included in the tree object
get.fields(tree)

## [1] "vernacularName" "infoURL" "rank"
## [5] "posterior”

## convert graphic object to Newick text

## tree can be exported with associated data into
## a single file using write.beast
write.tree(as.phylo(p))

## [1]
"(((Rangifer_tarandus:1,Cervus_elaphus:1)Cervidae:1, (Bos_taurus:1,0vis_orient
alis:1)Bovidae:1)Artiodactyla:1, (Suricata_suricatta:2, (Cystophora_ cristata:1,
Mephitis_mephitis:1)Caniformia:1)Carnivora:1)Mammalia;"

"bootstrap”

y <- treedata(phylo = rtree(30),
data = tibble(node = 31:59,
posterior = rnorm(29, 0.8, .1)))
p %<% Yy

—
posterior
E 0.9
@f 0.8



1FEXC

info <- read.csv(paste@(url, "tip data.csv"))
p2 <- facet_plot(p, data = info[, ¢(1,7,8 )],

HRXNRGR B EHIET AL geon = geom_col,

mapping = aes(x=log(mass_in_kg)),

facet_pIOt EQQtVGGXTT%ﬁEﬁﬁE orientation = 'y', panel = 'Mass')

‘ Tree ‘ ‘ Mass |

posterior

0.92

0.88

[T

0.84

;

facet_data(p2, 'Mass')

N Sz s N H# label mass_in_kg trophic_habit

5 * \ S _in_ _
ﬁﬁ%*ﬁ %ﬁﬁ*}gﬂ [//{ﬁlj:facet_data #it 1 Bos_taurus 618.64 herbivore
72 vl | = | 72 #it 2 Cervus_elaphus 240.87 herbivore
;Ei%ﬁ?IEHREH;EO ## 3 Cystophora_cristata 278.90 omnivore
#t 4 Mephitis_mephitis 2.40 omnivore
##t 5 Ovis_orientalis 39.10 herbivore
## 6 Rangifer_tarandus 109.09 herbivore
uricata_suricatta . carnivore

## 7  Suricata_suricatt 0.73 i
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RGUK B W SR REEE ] A ER —ggtree B XS R b TR = 1 &
g R B B ] BV S ] .

ARG B W5 IEE AT A ggtreet R RS- R, I BT A PSR Bl 254> 22 Ak agt
TR GR B1E B NEE EERTIT.

Gotree FIEXS R ] IGE St S BB, IF HLORFAAE 206 G i aT AL $E-2 AT LSRR
T Microsoft Word 7 2l 35 /E X AN R B REEAT FTARAL .

Shuangbin Xu, Lin Li, Xiao Luo, Meijun Chen, Wenli Tang, Li Zhan, Zehan Dai, Tommy T. Lam, Yi Guan,
Guangchuang Yu. 2022. “ Ggtree: A serialized data object for visualization of a phylogenetic tree and annotation
data.” iMeta. e56. https://doi.org/10.1002/imt2.56
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