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Table S1 General characteristics of study participants

ch . Centenarians groupl‘meaI relatlv_es of Elderly control  Young control p value *) BMI ALB 16 WBC HGB B

aracteristic the centenarians 15 === 1.9 ] Eszzammpy P I =
(CE) (CE-L) group (Elderly) group (Young) (K-W) = i — 16l

Total participants(n) 1 45 ( O 1 0126 (21 100 years) 92 (65 89 years) 62 (21 55 years) - . +é bt 1.2 2251 +% o

Age (years) 102.32+ 3.22 60.97+ 12.26 73.23+6.03 37.00+9.99 <0.001 ' 17 % '%' 2.00] '

Male/Female (n) 37/108 119/7 42/50 14/48 - s 1.6 + ~ los + + 175 0.8

Height (cm) 147 (12) 166 (9.875) 155 (11.75) 158 (8.25) <0.001 “] 15 '

Weight (kg) 42 (11.75) 63.4 (17) 55 (10.425) 56 (14.125) <0.001 ALT AST Urea Sor DB

BMI (kg/my 19.181 (4.944) 22.741 (5.756)  22.654 (3.612) 22.708 (5.424) <0.001  20] = PO == 20 = R *

Waistline (cm) 75 (9) 83 (11) 81.5 (8.75) 77 (14) < 0.001 e 25 —= 15] o sl |

Systolic BP (mmHg) 150 (38) 140 (31.75) 134 (34.5) 115 (10) <0.001 15 - 0.751

Diastolic BP (mmHg) 80 (18) 84 (14) 79 (15.5) 70 (10) <0001 ' 1.0 + % 21 |20 0.50 =

ALT (U/L) 10.8 (6.35) 17.9 (9.6) 19.05 (8.375) 17.45(15.35) < 0.001 ] 15 + % + % 05 % ' %I % $ 0.25

AST (U/L) 21.5 (6.5) 22.25 (6.55) 24.7 (7.575) 17.2 (7.175) <0.001 10 '

Total b 7.8 (4.05) 7.85 (4.45) 8.595 (3.157) 11 (11.325) <0.001 B CE [ICE-L MElderly [ Young

Direct 2.9 (1.75) 2.9 (1.3) 2.85 (0.137) 2.6 (1.425) 0.059

Albumin (g/L) 40.9 (4.65) 45.9 (3.65) 42.4 (0.175) 48.7 (4.9) <0.001 e e e - = — .

Urea (mmol/L) 6.82 (3.265) 5.475 (1.9) 6.1 (1.677) 3.995 (1.46) <0.001 I . o I

Creatinine77(335) 78.5 (17) 73.9 (18.4) 63 (28) < 0.001 : p X Gl T, U :

RBC (101) 4.27 (1.09) 5.165 (1.103) 4.415 (0.867)  4.855(1.063) < 0.001 I . g ~ o - :

Hemoglobin (g/L) 126 (33.5) 152 (26) 130.5 (18.65) 139 (29) <0.001 Y Z p X 3,7 G a a A !

WBC (10 / L582(1.885) 7.26 (2.605) 6.135(2.095)  6.595 (2.447) < 0.001 I 5 . N :

Neutrophil ratio (%) 56.8 (11.75) 55.9 (9.59) 52.5 (3.96) 53.4 (13.975) < 0.001 I Y [ w :

Lymphocyte ratio (%) 33.9 (10.35) 34.7 (8.718) 37.7 (4.053) 37.6 (13.4) <0.001 I . . ; :

Monocyte ratio (%) 5.9 (2.2) 6.2 (2.125) 6.79 (0.947) 5.4 (2.025) <0.001 P X a - Y :

Eosinophil ratio (%) 2.3 (2.3) 2.5 (1.8) 2.83 (1.075) 2 (1.675) 0.366 . A :

Basophil ratio (%) 0.4 (0.3) 0.4 (0.218) 0.2 (0.09) 0.2 (0.3) <0.001 1 ~ A :

Pl atel et ¢216.9(105) 250.8 (84.75) 234 (70.5) 266.5(89.25) < 0.001 : '

Note:p value (K-W) represents the-yalue calculated using the Kruskaallis test
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