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Introduction



Overview of integrated cloud platform for microbiome data analysis

Figure 1. Overview of the integrated cloud platform for microbiome data analysis.



Cloud Workflows for microbiome data analysis

Figure 2. Cloud workflows for microbiome data analysis.



Core Features of the integrated microbiome data analysis platform

Figure S1. Core features of the integrated microbiome data analysis cloud platform.



Summary

❑ The integrated microbiome data analysis platform on Majorbio Cloud encompasses 26 
analytical workflows, with a core architecture of two modules: single-omics workflows and 
cross-omics integration and correlation workflows.

❑ The platform supports multi-scale microbiome research (strain to community levels) and 
cross-omics analyses spanning DNA, RNA, protein, and metabolite layers.

❑ The platform offers four key features. It allowing users without advanced bioinformatics 
expertise to effortlessly conduct in-depth mining and interpretation of microbiome data, 
which significantly lowers technical barriers and improves analytical efficiency.

❑ By late 2025, the platform has facilitated over 5,050 scientific publications, accelerating 
microbiome research advances.
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iMeta: To be top journals in biology and medicine

“iMeta” launched in 2022 by iMeta Science Society, impact factor (IF) 33.2, ranking top 65/22249 in world and 2/161 in the 

microbiology. It aims to publish innovative and high-quality papers with broad and diverse audiences. Its scope is similar to Cell,

Nature Biotechnology/Methods/Microbiology/Medicine/Food. Its unique features include video abstract, bilingual publication, and 

social media with 600,000 followers. Indexed by SCIE/ESI, PubMed, Google Scholar etc.

“iMetaOmics” launched in 2024, with a target IF>10, and its scope is similar to Nature Communications, Cell Reports,

Microbiome, ISME J, Nucleic Acids Research, Briefings in Bioinformatics, etc. 

“iMetaMed” launched in 2025, with a target IF>15, similar to Med, Cell Reports Medicine, eBioMedicine, eClinicalMedicine etc.
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