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CAD (n=260)
Control 1-Vessel Disease 2-Vessel Disease 3-Vessel Disease P Value
(n=59) (n=66) (n="71) (n=123)
Sex, M/F, n 29/30 41/25 51/20 89/34 <0.0012¢
Age,y 51.5+10.2 62.219.1 61.41+10.8 62417 0.01320cdef
Gensini score 29 (23,45.9) 44 (30.5, 63) 57.5 (38, 79.1) <0.0014f
Syntax score 5(0,9) 10 (6, 13) 13 (9, 20) <0.001%f
Myocardial Infarction 8(12.1) 20 (28.2) 32 (206) <0.001%
SBP, mmHg 118.8420.0 131.1£15.2 131.6£15.3 128.61+10.8 0.01]2bedel
BMI, kg/m** 24+3.1 25.1+3.7 264137 258132 0.296°%¢
Current smoker 8 (13.6) 20(31.3) 38 (54.3) 60 (49.2) <0.001]2bcde
Hypertension 8 (13.6) 32 (48.5) 47 (66.2) 89 (72.4) <0.0012bcde
DM 0 14 (21.2) 26 (36.6) 48 (39) <0.001]2bcde
PAD 1(1.7) 17 (25.8) 12 (16.9) 39(31.7) <0.0012>f
Drugs
Aspirin 0 55(83.3) 68 (95.8) 120 (97.6) <0.001]2bcde
b-blocker 0 41 (62.1) 57(80.3) 103 (83.7) <0.0012bede
ACEI/ARB 0 33 (50) 38(53.5) 64 (52) <0.0012¢
CCB 0 18(27.3) 28(39.4) 53 (43.1) <0.0012b¢e
Statin 1(1.7) 62(93.9) 67 (94.4) 123 (100) <0.001%*
Metformin 0 6(9.1) 11 (15.5) 22(17.9) <0.0012¢
PPI 0 14 (21.2) 11 (15.5) 41(33.3) <0.00120f
Laboratory data
WBC 5.6%2.9 69+1.8 72+24 73+13 <0.0012b<d
TC 4.6(4.1,54) 3.9(3.2,4.8) 3.8(3.3,4.3) 4.0(3.4,4.9) <0.0012b
TG 1.2(0.8,1.6) 1.4(1.0,1.9) 1.3(1.0,1.9) 1.5(1.0,2.1) 0.05120¢
HDL-C 1.2(1.0,1.4) 1.0(0.8,1.2) 1.0 (0.8, 1.1) 0.9 (0.8, 1.1) <0.0012b¢e
LDL-C 2.8(23,33) 2.1(1.7,2.7) 2.2(1.8,2.6) 2.3(1.8,2.9) <0.0012b
hs-CRP 0.7 (0.4, 1.1) 1.0 (0.5,2.5) 1.6 (0.7, 3.9) 1.8(0.7,4.4) <0.0012b¢e
Glucose 5.7(5.2,7.2) 6.3 (5.4,8.0) 6.9 (5.5,8.7) 6.9 (5.9, 8.5) 0.0112¢
c¢Tnl 0(0,0) 0.004 (0, 0.0223)  0.004 (0, 0.143) 0.009 (0, 0.072) <0.0012b¢
TNF-a 9.7 (4.4,15.8) 20.9 (15.8,35.2) 19.9 (15.0, 47.6) 20.5(15.8,55.3) <0.0012

Gensini score Syntax score
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Reduction of umen dameter Seventy score
HC (N=45) 1-VD (N=42) 2-VD (N=45) 3-VD (N=82) P value
Physical situation (h/per week)
Heavy intensity 0 (0, 0) 0(0, 0) 0 (0, 0) 0(0,0) 0.5544
Moderate intensity 1.8(0,7) 0(0,3.5) 0(0,0) 0(0,0) 0.0048 b*
Light intensity 14 (7,21) 13 (5.5,21) 7(1.5,14) 10 (3.5, 14) 0.2211
Walk 7(3.5, 14) 7 (3.96, 14) 7 (3.5, 14) 7 (4.05, 14) 0.9507
Sit 35 (21, 42) 35 (28, 49) 42 (35, 63) 42 (28, 56) 0.0895 b
Body weight situation
1. lose weight 17 (37.8%) 7 (16.7%) 7 (15.6%) 9 (11%) 0.002 b
2. gain weight 1(2.2%) 1(2.4%) 0 0 0.399
3. none 27 (60%) 34 (81%) 38 (84.4%) 73 (89%) 0.001%¢
Bristol score
Type 1, very constipated 0 2 (4.8%) 1(2.2%) 0 0.141¢
Type 2, slightly constipated 2 (4.4%) 3(7.1%) 5(11.1%) 9(11%) 0.578
Type 3, sausage shape with cracks 6 (13.3%) 13 31%) 11 (24.4%) 25 (30.5%) 0.156 *
Type 4, smooth, soft 27 (60%) 17 (40.5%) 20 (44.4%) 35 (42.7%) 0.216
Type 5, lacking fiber 8 (17.8%) 4(9.5%) 5(11.1%) 5(6.1%) 0.225¢
Type 6, mild diarrhea 2 (4.4%) 2 (4.8%) 3 (6.7%) 7 (8.5%) 0.783
Type 7, severe diarrhea 0 1(2.4%) 0 1(1.2%) 0.6
Dietary intake
sl 598.2 108.9 100.5 101.3 <0.0001%
(103.4, 1834.4) (81.4, 164.2) (78.9, 140.8) (82.7, 137.5)
2243 98.4 105.9 103.5
Fat <0.0001¢>
(127.5, 560.2) (73.9, 139) (67.5, 147.6) (82.8, 145.5)
37.8 25.8 26.5 242
Fiber 0.0612¢
(22.3, 96) (16.6, 37.7) (19.4, 38) (17.5, 33.6)
160.1 360.6 309.8 3419
Carbohydrate <0.0001%¢
(83.9, 342.8) (265.9, 544.4) (251.7, 501.7) (254.2, 511.9)
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