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Wekemo Bioincloud 2026:
An Al-enabled platform for standardized multi-omics data analyses
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Overview of 41 analysis workflows in VWekemo Bioincloud 2026

I| Amplicon data analyses (2)

II| Metagenomic analyses (3) Ill| Metaviromic analysis (1)

V| Metabolomic analyses (4)

* Amplicon sequencing workflow
* Amplicon sequencing workflow
(third-generation)
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* Metagenome workflow
(reference-based)

* Metagenome workflow (de novo)

* Metagenome workflow (binning)

» Metavirome workflow
i @ @ =

» Non-targeted metabolome workflow
* Targeted metabolome workflow

(high-throughput)

IV| Physicochemical analysis (1) - Targeted metabolome workflow

* Physicochemical properties
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* Lipidomics, Workflow

VI| Metatranscriptomic analyses (9)

VII| Metaproteomic analyses (6)

VIII| Genomic analyses (7)

» Metatranscriptome workflow

* miRNA transcriptome workflow 4

* IncRNA transcriptome workflow

* Eukaryotic transcriptome workflow
(reference-based)

* Eukaryotic transcriptome workflow

« Eukaryotic transcriptome workflow 2.0 %

* 10X single-cell transcriptome workflow

* Whole transcriptome workflow %

* Prokaryotic transcriptome workflow
(reference-based) *
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» Metaproteome workflow (TMT-based)

 Metaproteome workflow (TMT-based) v2.0%*

» Metaproteome workflow (label-free)

« Astral DIA proteomics workflow *

* Astral DIA proteomics workflow
(reference-free)

* Phosphorylation proteomics workflow *
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« Bacterial genome workflow

« Bacterial genome workflow (PacBio+lllumina)

 Bacterial complete genome workflow
(complete circular test) *

» Fungal genome framework workflow

» Fungal genome workflow (PacBio+Illumina)

* Plant and animal genome resequencing and
variant detection workflow #

. Humani{g@ome sequencing/work\ﬂow*
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IX| Correlation analyses (8)

+ Amplicon-Metabolome workflow *
» Amplicon-Transcriptome workflow %

+ Amplicon-Physicochemical properties workflow*« Metagenome-Physicochemical properties workflow *

« Transcriptome-Metabolome workflow *

« Metagenome-Metabolome workflow *
» Metagenome-Transcriptome workflow *

« Transcriptome-Proteome workflow*

Amplicon

Metabolome Metagenome

Transcriptome

Physicochemical A
traits

% Workflows newly introduced in WWekemo Bioincloud 2026
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Enhanced visualization tools ierekemo Bioincloud 2026

Mantel test-based
correlation heatmap

Protein-protein docking

Network venn chart
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Co-occurrence
network analysis

S —

Protein-small molecule Nucleic acid-small

Protein-nucleic acid docking

docking molecule docking
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Scatter chart with Gene enrichment :
) Raincloud plot
boxplots circle chart

Connected stacked chart

Dynamic species

abundance sankey chart
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Small molecule-small
molecule docking

Taxonomic heat tree
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New Al-powered research platform in Wekemo Bioincloud 2026

Automated
research review
and literature synthesis

Enter research question
or upload files
Al model analyzing
research question

Q Relevant papers
identified

€ Relevant papers
browsing and selecting

e Summarizing
research question

4 )
Al-Assisted
scientific hypothesis
generation

and research objective
° Research objective
@ Module progress
© Objective analysis
O Hypothesis generation

H1 JH2 | H3 | H4 | H5

Debating
@ the risks & benefits
of the hypothesis

Debate report score
Novelty ¥ % % %

4 i

Intelligent
scientific question
answering

Enter research question
or upload files
@ Deep search
Online search

@ Upload attachment

(@ Export conversation

(F'ress Enter to send, Shift+Enter for new Ime)

4 )

Al-driven
experimental design
and protocol planning

Enter project title
or research obejctive
@ Input research

9 Submit
Gesearch background and objecliveD

Experimental design,

Technical approach

Timeline

Budget estimate

-

Journal discovery
and recommendation

Enter research scope
or journal name

| Journal name

| Primary discipline

| Secondary discipline

|
|
|
| CAS ranking || JCR ranking |

20 Primary discipline

360 Secondary discipline

Journal
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By integrating multiple advanced Al foundation models, the platform provides comprehensive support for scientific ch, assisting scientists in tasks such as molecular design,
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Cloud Workflow Overview

For a given omics domain, the cloud worl\ﬂo\v platform peov ides a complete analytical

solution composed of a se 1l 3 ting the difficulty users Face

un..m \2 appropriate anal s. same ti latform s ST
lata in the cloud and performs the neces: preprocessing slcps .

requlred b\ different anal, tools in advanc a result, users do not need to

upload processed input fi mselves, greatly simplifying data preprocessing.

Built on a workflow-based architecture, the platform also supports tools with

is allows users to control critical upstream processing
i qual control, sequence alignment, and abundance table
generation—that directly operate on raw sequencing data. By cnabling users to
manage and exolore these dependent stages step by sten. the workflow facilitates
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Fiqure. Relotive abundances of the pathways invoived in the nirogen cycle. The pe chart indicotes
e obundance of each pathway in each metogenomic sample - The size of pie charts represent

the total relotive obundance of each pothway. ANRA, assimilotory itrate reduction to ommonium;

DNRA, Dissimilatory nitrate reduction to ammonium; Anommor, anaerobic ommonium oxidation
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