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Ferroptosis across different species

Ferroptosis
Iron-dependent form of regulated cell death driven by the
accumulation of lethal lipid peroxides

In mammalian cells:
e the glutathione peroxidase 4-glutathione (GPX4-GSH) ;
» ferroptosis suppressor protein 1-coenzyme Q (FSP1-CoQ).

In plants or fungi:
* Absence: counterpart canonical GPX4- or FSP1-centered systems;
* Dependence: convergent biochemical, pharmacological, genetic, and omics evidence.



Dual ferroptosis in the rice—M. oryzae pathosystem
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Omics-dissected dual ferroptosis in the
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Data-backed multi-omics framework for resolving ferroptosis
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In the rice—M. oryzae pathosystem
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((C) Evidence matrix for ferroptosis-associated modules
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(D) Validation logic and study outputs
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Future perspectives: From omics signatures to

ferroptosis-quided disease control
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