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Survey design and cohort overview
Participation by ASDP and ESDIP members

ASDP ESDID Tion e

A AT

QJ Asia-enriched
‘. global web-based survey

239 respondents

o & 2 2352

Asia Pathologists ASDP members 4 expertise
73.2% 44 8% 21.3% groups

(C)

Technology engagement across domains

Spatial Multiplex spatial Multimodal
transcriptomics imaging 3D pathology integration

Spatial biology
experts
experts
experts

Non-experts

Relative engagement

Low High

Geographic distribution of all respondents

China mainland 25.1%

(n =60)
Spain 2.5% - Germany 2.9% Japan 4.6%

(N=6)\"7 . (n=7) — (n=11)

e %5 Oy /.  “~Korea ?.34%

(n=20) India 9.6%" ! (n - )
(n=23) H~.Indc\?eS|a7)2.9%
n =
Singapore 14.6%
(n = 35) Australia 2.1%
(n=5)

Percentage (%)

5 101520 25

D . o
(D) Implementation gap indicators
( .
o Sp?t'al . Dual-domain  Spatial biology 3D pathology = Non-experts
transcriptomics expert experts experts

Regular use overall
17.2% (n=41)

42.9% 32.6% 0.0% 1.6%

N

e 3D imaging 3D pathology ~ Dual-domain  Non-experts ~ Spatial biology

Implemented use experts expert experts
overall 66.7% 58.9% 9.4% 8.7%
23.0% (n=55)

-

(@ Multimodal /
computational Dual-domain Spatial biology 3D pathology =~ Non-experts

engagement expert experts experts
Mean item-level 87.5% 81.5% 72.2% 36.3%
L 58.4%

Mean item-level engagement indicator (Questions 6.1 and 6.2).
Two-item average using full-group denominators; not a percentage of unique engaged respondents.
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(A) ) B) ‘ "
Cross-domain barriers Domain-specific bottlenecks
W Spatlal ranscriptomics M Multipleximaging 3D pathology Spatial

Ny Multiplex imagin: 3D patholof
transcriptomics + e - £y

86%
Cost/ equipment I - &
burden High technology / Antibody validation | g) Equipment cost ! * E
I o reagent cost o optimization P 4 N
I - 7'
Cmﬂg::::;?;'y —— 43 L TLAUUENY JEILCTURE ) I~

— 2% @ Complex dala @ Dotz anabysis @ Computational demands v

Standardization gap NI 4.2 analysis complexity for image processing
I 130% ELTUNE EEECLAG) [T
— 0 .

Sample preparation M 7 1% o © Lack of expertise o Signal-to-noise €) Sample preparation

102

I
Access limitation I 10 l"‘:“' :
I 5
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a 20 60

40
Respondents (%)

A
14 5,300
© Future technology priorities Expected high-impact applications IJ\ o

Cancer diagnostics and
P e o -
treatment selection

Beter computatonalools e B oo Enhanced cancer biocoy @) I -
for data integration ! insights

Higher-throughput - 01%02) Spatial mapping of TME _ 27102 I
spatial tachnologies e 2

~ONEE - CveniONEEE e
FEREFAEAMNENRESTE LEREWIE

Standardized analysls o- 7% 651 Immune-related disorders 6-
workflows
Respandents (%) Respondants (%) ?1

o 20 40 60 0 20 40 60

D)

Confidence in cli

ical translation within 10 years

W very confident B confident Unsure unconficent [l Highiy uniikety [l No feedback

ol || @ B —— Tﬁ
(n=239)
(n=128) S

ST —, RRIBEINSH
o H ]j 5y l'J'_I\ E. o

n=9)
Dual-d in experts
(n=56)

Respondents (%)
Overall: 28.9% confident, 26 4% unsure, 31.4% pessimistic; 13.4% no feedback (32/238).
No feecback: 046 spatial bology, 0/9 3D patology, 1/56 dual-domain (1.6%), 31/128 non-expens (24.2%)
Displayed percantages use full-cohiort/group denominators. Ordered confidence comparisons include 207 valid respanses.
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(A) (B)
Cross-domain barriers Domain-specific bottlenecks
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Future technology priorities Expected high-impact applications
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Overall
(n =239)

Non-experts
(n=128)

Spatial biology experts
(n = 46)

3D pathology experts
(n=9)

Dual-domain experts
(n =56)

XTlmAREE L BY

Confidence in clinical translation within 10 years

. Very confident . Confident Unsure Unconfident . Highly unlikely . No feedback

EmEEE - . EEEE
B :
EEE :
T z

T .

0 20 40 60 80 100

Respondents (%)
Qverall: 28.9% confident, 26.4% unsure, 31.4% pessimistic; 13.4% no feedback (32/239).
No feedback: 0/46 spatial biology, 0/9 3D pathology, 1/56 dual-domain (1.8%), 31/128 non-experts (24.2%).
Displayed percentages use full-cohort/group denominators. Ordered confidence comparisons include 207 valid responses.
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