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Background

Microbiome

IN NUMBERS

100 Trillion

symbiotic microbes live in and on every
person and make up the human microbiota

50/03,? :

of our microbiota is located in the Gl tract {}

150:1 ..

The genes in your microbiome outnumber the
genes in our genome by about 150 to one
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The human body has
more microbes than

there are stars in the
milky way

The microbiome is more
medically accessible

and manipulable than the
human genome
Itis

thought that

%

of disease can be linked in some
way back to the gut and health of
the microbiome
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Viruses:Bacteria
in the gut microbiota

The number
of times
your body’s

mlcrobes would circle the earth
if positioned end to end

The surface area

of the Gl tract is You have
the same size a
2 tennis Courts 3

& q
\ ‘ more microbes than human cells

>1O 000

Number of different m‘crobxal species that researchers
have identified living in and on the human body

/“’ \‘

Each individual has a unique @ \)

gut microbiota, as )
personal as a fingerprint

The gut microbiota can
weigh up to 2Kg

From APC microbiome Ireland
Human Microbiota | BioSerendipity



https://www.bioserendipity.com/cancers-with-a-possible-bacterial-contribution/human_microbiota/
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From 5 Things That Will Help Keep Your Microbiome Healthy | Discover Magazine



https://www.discovermagazine.com/health/5-things-that-will-help-keep-your-microbiome-healthy
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Microbial abundance change AM; for Taxa;
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QMD software acquisition



QMD software acquisition




QMD software usage



QMD software usage

The input data in QMD is the relative abundance.
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