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Background

From APC microbiome Ireland
Human Microbiota | BioSerendipity

https://www.bioserendipity.com/cancers-with-a-possible-bacterial-contribution/human_microbiota/


Background

From 5 Things That Will Help Keep Your Microbiome Healthy | Discover Magazine

https://www.discovermagazine.com/health/5-things-that-will-help-keep-your-microbiome-healthy
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Results

Core idea on QMD
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𝐸 log 𝑎𝑖
𝑇 − 𝐸 log 𝑎𝑖

𝐶 = ∆Ψ+ 𝐸 log 𝑜𝑖
𝑇 − 𝐸 log 𝑜𝑖

𝐶



Results



Results

QMD software acquisition 





Results

QMD software usage





Summary



iMeta: Integrated meta-omics to change the understanding of the biology and environment

“iMeta” is an open-access Wiley partner journal launched by scientists of the Chinese Academy of Sciences. iMeta aims to
promote metagenomics, microbiome, and bioinformatics research by publishing original research, methods, or protocols, and
reviews. The goal is to publish high-quality papers (Top 10%, IF > 15) targeting a broad audience. Unique features include video
submission, reproducible analysis, figure polishing, APC waiver, and promotion by social media with 500,000 followers. Three
issues were released in March, June , and September 2022.

Society: http://www.imeta.science
Publisher: https://wileyonlinelibrary.com/journal/imeta

Submission: https://mc.manuscriptcentral.com/imeta
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iMeta

iMetaScience

iMetaScience

https://onlinelibrary.wiley.com/toc/2770596x/2022/1/1
https://onlinelibrary.wiley.com/toc/2770596x/2022/1/2
https://onlinelibrary.wiley.com/toc/2770596x/2022/1/3
http://www.imeta.science/
https://wileyonlinelibrary.com/journal/imeta
https://mc.manuscriptcentral.com/imeta
mailto:office@imeta.science
https://mp.weixin.qq.com/s/IiWT3V7d0_k9_axPiJhyow
https://twitter.com/iMetaScience
https://www.facebook.com/iMetaScience

	幻灯片 1
	幻灯片 2
	幻灯片 3
	幻灯片 4
	幻灯片 5
	幻灯片 6
	幻灯片 7
	幻灯片 8
	幻灯片 9
	幻灯片 10
	幻灯片 11
	幻灯片 12
	幻灯片 13
	幻灯片 14
	幻灯片 15

