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Introduction / Results

* SOFDA is the first manually curated public traditional Chinese medicine (TCM)
syndrome annotation database.

* SOFDA explores the multiway associations among diseases, symptoms, genes,
herbal formulas, drug targets, and pathways in heterogeneous biomedical
networks with lots of customizations.

* A similarity-based association measurement was used to evaluate the association
levels of disease—TCM syndrome, TCM syndrome-TCM syndrome and formula—
TCM syndrome, and disease—TCM syndrome—formula by calculating the
Jaccard/Cosine similarities.



Data support and sources of the SoFDA platform

(A) Basic Data Sources
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Protocols for the data collection, the association evaluation,

and the overview of the SoFDA platform
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The home page of the SoFDA platform

Home Browse v Association Evaluation v Tools v Help User center
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SoFDA is the first available collections of traditional Chinese medicine (TCM) syndrome ontology, the
syndrome classification tool and the related-feature associations with disease and prescriptions for
investigating the pathological links and therapeutic mechanisms. It contains the detailed information of
310 TCM syndromes recorded in the monograph of *Chinese Medicine Diagnostics” and 9 novel
syndromes of COVID-19, as well as 8045 diseases and 1359 TCM prescriptions used for the corresponding
syndromes. Considering the lack of classification information for most TCM syndromes affecting
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A practical guide to browse the SoFDA platform
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The syndrome-syndrome association of the SoFDA platform
Syndrome-Syndrome Association
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assoclation of the SoFDA platform
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The disease—syndrome—formula association of the SoFDA

olatform

(A) Disease-Syndrome-Formula Association with the Same Disease (B) Disease-Syndrome-Formula Association with the Same Syndrome
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Multilevel network visualization tool of the SoFDA platform
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SoFDA may be a promising platform that bridges
Information from TCM syndromes, diseases, and TCM

formulas to molecular mechanisms, which will deepen
our understanding of ancient systematic medicine, TCM,

and the corresponding medical intervention.
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