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Misuse of Reporter Score Leads to Misleading Conclusions in Microbial Research
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Conclusions

* In scientific research, special attention should be paid to the misinterpretation or misuse of statistical techniques,
which will cause the problems of unreliability and irreproducibility.

* Interpreting reporter score under habitual thinking and adopting a published method on faith without
comprehending its statistical meaning are the underlying causes why such a naive error kept being made.

* A specialized checklist for bioinformatics research is necessary in the review system of journals.

* Multi-disciplinary collaboration, particularly with statisticians, should be encouraged to promote rigorous research.

» Strengthening the training of bioinformaticians with solid basic statistical and mathematical knowledge will
guarantee the significant and stable development of bioinformatics, facilitating scientific research in various

domains. VRN
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