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Introduction



Highlights

①

②

③
Complete T2T genome 

assembly of sweet cherry;

Chromosome doubled sweet cherry;

Mutations that affecting

fruit color related genes.



Genome assembly and annotation

This study assembled the complete genome of Tieton. The assembly, annotation, and application metrics have all significantly improved.



Genome assembly and annotation

Complete T2T genome testing of Tieton: gap, centromere, and telomere.



Comparative genomic analysis

Analysis of evolutionary relationship and WGD events



Comparative genomic analysis

Gene family analysis and collinearity analysis



Chromosome doubling

Sweet cherry  fruits of Tieton (before and after doubling)



Transcriptome and mutation analysis

Transcriptome and WGCNA analysis



Transcriptome and mutation analysis



Summary
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❑ In this study, we assembled a complete genome of the main sweet cherry 

variety Tieton - the T2T genome;

❑ Comparative genomics and evolutionary studies were conducted on sweet 

cherries represented by newly assembled genomes in the Rosaceae family;

❑ Based on the above data and research, multiple omics analyses were 

conducted on candidate genes and mutations for fruit color changes in 

Tieton tetraploid after chromosome doubling;

❑ Data and method acquisition: 
https://db.cngb.org/search/project/CNP0004619/

http://www.imeta.science/imetaomics/
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