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Introduction



Highlights

⚫ OUTPOST is a comprehensive analysis software for 

whole-metagenome shotgun sequencing , managed by 

Snakemake, encompasses 14 modules and boasts over 50 

functions, distinguishes itself for its comprehensiveness 

when compared with 17 existing tools.

⚫ OUTPOST's unique capability for processing group 

stratification makes it particularly suitable for multi-

group experimental designs and tailored for 

computational perturbation studies.

⚫ OUTPOST introduces innovative methods for meta-

analysis-based biomarker identification.



Overview of OUTPOST



Overview of OUTPOST



Overview of OUTPOST



Case 1: The evaluation of OUTPOST using the published cat microbiome work
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Case 2: The further exploitation of OUTPOST with the mammalian microbiome
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Case 3: The test of OUTPOST in therapeutic microbiome
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Summary

❑ Comprehensive Analytical Functions and Multi-Group Support: OUTPOST offers 14 modules, 
integrating over 50 functions and 40+ third-party tools, making it particularly effective for 
handling multi-group experimental designs and complex metagenomic analyses.

❑ Innovative Computational Perturbation Experiments and Biomarker Identification: OUTPOST 
introduces computational perturbation experiments and meta-analysis-based biomarker 
identification, enhancing the robustness and practical value of the analysis.

❑ Operational Robustness and User-Friendliness: With a Snakemake-based framework, 
OUTPOST provides a reliable and flexible analysis environment, catering to users ranging 
from beginners to advanced researchers.

 
Yihang Zhou, Jihong Zheng, Wenqi Song, Xinyi Yan, Li Du, Zhonglin Ma, Yanbin Fu, Zhaohui Ouyang, Yuchen 

Xiao, Zhuoqun Liu, Feng Tian, Jason Wing Hon Wong, Jen Hao David Shih, Shikang Liang, Honglei Tian, Liu 

Liu, Ke Wei, Chao Zhang, Jiangtao Li, Xiaozhu Wang. 2024. OUTPOST: a comprehensive analysis software for 

whole-metagenome shotgun sequencing incorporating group stratification. iMetaOmics 1: e29. 

https://doi.org/10.1002/imo2.29



iMeta: Integrated meta-omics to change the understanding of the biology and environment

“iMeta” is a Wiley partner journal launched by iMeta Science Society in 2022, receiving its first impact factor (IF) of 23.7 in 2024, 

ranking 2/165 in the microbiology field. It aims to publish innovative and high-quality papers with broad and diverse audiences. Its 

scope is similar to Nature Biotechnology, Nature Microbiology, and Cell Host & Microbe. Its unique features include video abstract, 

bilingual publication, and social media dissemination, with more than 500,000 followers. It has published 200+ papers and been cited 

for 4000+ times, and has been indexed by ESCI/WOS/JCR, PubMed, Google Scholar, and Scopus.

“iMetaOmics” is a sister journal of “iMeta” launched in 2024, with a target IF>10, and its scope is similar to Microbiome, ISME J, 

Nucleic Acids Research, Briefings in Bioinformatics, Bioinformatics, etc. All contributes are welcome!

Society: http://www.imeta.science  

Publisher: https://wileyonlinelibrary.com/journal/imeta 

Submission: https://wiley.atyponrex.com/journal/IMT2
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office@imeta.science

imetaomics@imeta.science 

Promotion Video

iMetaScience

iMetaScience

https://onlinelibrary.wiley.com/journal/2770596x
https://jcr.clarivate.com/jcr-jp/journal-profile?journal=IMETA&year=2023
https://www.ncbi.nlm.nih.gov/pmc/journals/4576/
https://scholar.google.com/citations?user=u181x38AAAAJ
https://www.scopus.com/sourceid/21101134733
https://onlinelibrary.wiley.com/journal/29969514
https://onlinelibrary.wiley.com/journal/2770596x
http://www.imeta.science/
https://wileyonlinelibrary.com/journal/imeta
https://wiley.atyponrex.com/journal/IMT2
https://wiley.atyponrex.com/journal/IMO2
mailto:office@imeta.science
mailto:imetaomics@imeta.science
https://youtu.be/PTpchpQbx9s
https://twitter.com/iMetaScience
https://www.facebook.com/iMetaScience

	幻灯片 1
	幻灯片 2
	幻灯片 3
	幻灯片 4
	幻灯片 5
	幻灯片 6
	幻灯片 7
	幻灯片 8
	幻灯片 9
	幻灯片 10
	幻灯片 11

