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Figl. Temporal and individualized response of microbiome composition to inulin intervention
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SCFA metabolism response to inulin intervention
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Figl. Temporal and individualized response of SCFA metabolism to inulin intervention.



4: Overview of the taxa responsive to inulin intervention

Baseline Inulin Post

(A)

Bifidobacterium adolescentis
(ASV)

Anaerosfipes hadrus
(ASVZ)

Anaerosfipes hadrus
(ASVI)

Bifidobacterum longum
(ASVE)

Anaerosfipes hadrus
(ASVE)

Collinsella sasrofsgens
(ASVE)

Anasrosfipes hadrus I
(ASVT)

Bacteroide s xylanizolvens
(ASVE)
Bacferoide s xylanizolvens
(ASVE)
Raoseburia infesfinalis [
(ASV10)
50 25 0 51 52 53 54 5556 57 S8 59 51051151251351451551651 7518519520
Response ratio (%) Subject

L ASY

Z NSV

£ ASY

¥ ASY

§ ASY

9 ASY

Phylum ASVs response to inulin

. Actinobacteriota Decrease
Enrich

+ Not changed
Firmicutes ASW_absent

(%) souepunge amesy

Bacteroidota

L ASY

8 ASY

6 ASY

0L ASY

Fig 2. Overview of the taxa responsive to inulin intervention



Overview of the SCFAs responsive to inulin intervention
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Fig 2. Overview of the short-chain fatty acids responsive to inulin intervention
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Summary

Inulin has profound, personalized, and transient impacts on the dynamics of
human gut microbial compositions while exerting a more moderate influence
on stool SCFA profiles

 Inulin induced enrichment of specific species, including Bifidobacterium
adolescentis, Bifidobacterium longum, Anaerostipes hadrus, and Bacteroides
xylanisolvens

] Personalized responses of the gut microbiome to prebiotics highlight the need
for precision nutrition
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