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Subdoligranulum variabile
Ruminococcus flavefaciens
Parabacteroides distasonis

Mucispirillum schaedleri
Lactobacillus vaginalis
Lactobacillus hamsteri

Faecalibacterium prausnitzii
Desulfovibrio C21_c20
Clostridium perfringens
Clostridium cocleatum
Butyricicoccus pullicaecorum
Bifidobacterium pseudolongum
Bacteroides uniformis
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Akkermansia muciniphila
[Ruminococcus] gnavus

(C)

Subdoligranulum variabile
Ruminococcus flavefaciens
Parabacteroides distasonis

Mucispirillum schaedleri
Lactobacillus vaginalis
Lactobacillus hamsteri

Faecalibacterium prausnitzii
Desuifovibrio C21_c20
Clostridium perfringens
Clostridium cocleatum
Cetobacterium somerae
Butyricicoccus pullicaecorum
Bifidobacterium pseudolongum
Bacteroides uniformis
Bacteroides acidifaciens
Alistipes massiliensis
Alistipes indistinctus
Alistipes finegoldii
Akkermansia muciniphila
[Ruminococcus] gnavus
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