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Introduction



Highlights

http://tsbcancer.canceromics.org 

⚫ First, through pan-cancer multi-omics analysis at the bulk level, we revealed 

common molecular features of TBGs in cancer, including inactivation, mutations, 

and methylation alterations.

⚫ Second, using single-cell transcriptomic data from multiple cancer types, we 

uncovered how TBG inactivation promotes tumorigenesis by enhancing cancer 

stemness and immune evasion during tumor evolution.

⚫ Building upon these findings and by integrating diverse omics data including 

clinical outcomes, treatment responses, and gene editing/screening results, we 

established TBCancer as a comprehensive analytical database for TBGs in 

cancer.

http://tsbcancer.canceromics.org/


Pan-cancer multi-omics analysis 

http://tsbcancer.canceromics.org 

Figure S1. Pan-cancer profiles of tissue-biased genes in tumors. 

Figure 1. The characteristics and functions of tissue-biased genes in cancer.
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Single-cell analysis 

http://tsbcancer.canceromics.org 

Figure 1. The characteristics and functions of tissue-biased genes in cancer.
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Experimental validation 
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Figure 1. The characteristics and functions of tissue-biased genes in cancer.
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Overview of TBCancer

http://tsbcancer.canceromics.org 

Figure 2. Overall design and construction of TBCancer.

⚫ Expression summary

⚫ Differential gene 

expression analysis

⚫ Survival analysis

⚫ Immune infiltration

⚫ Therapy sensitivity

⚫ CRISPR screening

http://tsbcancer.canceromics.org/


Summary

❑ In summary, our systematic multi-omics study elucidated fundamental 
mechanisms whereby TBG inactivation promotes tumorigenesis through 
enhanced stemness and immune evasion during cancer progression. 

❑ The resulting TBCancer database integrates comprehensive omics data on 
TBGs, including clinical outcomes, treatment responses, and gene 
editing/screening results, providing users with an intuitive visualization 
interface, efficient analytical tools, and streamlined exploration workflows.

❑ Website: http://tsbcancer.canceromics.org
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iMeta: Integrated metaomics to understand the biology, med and environment

“iMeta” launched in 2022 by iMeta Science Society, impact factor (IF) 33.2, ranking top 65/22249 in world and 2/161 in the 

microbiology. It aims to publish innovative and high-quality papers with broad and diverse audiences. Its scope is similar to Cell,

Nature Biotechnology/Methods/Microbiology/Medicine/Food. Its unique features include video abstract, bilingual publication, and 

social media with 600,000 followers. Indexed by SCIE/ESI, PubMed, Google Scholar etc.

“iMetaOmics” launched in 2024, with a target IF>10, and its scope is similar to Nature Communications, Cell Reports,

Microbiome, ISME J, Nucleic Acids Research, Briefings in Bioinformatics, etc. 

“iMetaMed” launched in 2025, with a target IF>15, similar to Med, Cell Reports Medicine, eBioMedicine, eClinicalMedicine etc.

Society: http://www.imeta.science  
Publisher: https://wileyonlinelibrary.com/journal/imeta 

iMeta: https://wiley.atyponrex.com/journal/IMT2 
Submission: iMetaOmics: https://wiley.atyponrex.com/journal/IMO2 
                     iMetaMed: https://wiley.atyponrex.com/journal/IMM3  
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