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II. Taxonomy Profiling

For more details, please visit: https://github.com/weijiang34/RTTAP
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- Removing low-quality reads
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I. Pre-processing
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III. Downstream Analysis
Documentation：



Highlights



Validation and performance of RTTAP

Based on benchmarking tests using four mock samples, the RTTAP pipeline exhibits high accuracy along with high 

sensitivity, resulting in a superior F1 score.



Application to clinical samples

Through testing on 144 clinical samples, the RTTAP pipeline demonstrated accurate detection and classification 

capabilities while providing comprehensive information for downstream analysis.



Summary

❑ RTTAP represents an efficient and sensitive taxonomic analysis pipeline 
specifically optimized for metatranscriptomic infectome profiling, 
encompassing viruses, bacteria, and fungi.

❑ Rigorous validation using both simulated and clinical datasets ensures the 
RTTAP pipeline delivers reliable analytical performance.

❑ The user-friendly design accommodates both routine analysis 
requirements and customizable needs for complex scenarios, ensuring 
accessibility for researchers with diverse backgrounds.

❑ Website: https://github.com/weijiang34/RTTAP 
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iMeta: Integrated metaomics to understand the biology, med and environment

“iMeta” launched by iMeta Science Society in 2022, impact factor (IF) 23.8, ranking top 107/21973 in world and 2/161 in the 

microbiology. It aims to publish innovative and high-quality papers with broad and diverse audiences. Its scope is similar to Cell, 

Nature, Science, Nature Biotechnology/Methods/Microbiology/Medicine/Food. Its unique features include video abstract, bilingual 

publication, and social media with 600,000 followers. Indexed by SCIE/ESI, PubMed, Google Scholar etc.

“iMetaOmics” launched in 2024, with a target IF>10, and its scope is similar to Nature Communications, Cell Reports,

Microbiome, ISME J, Nucleic Acids Research, Briefings in Bioinformatics, etc. 

“iMetaMed” launched in 2025, with a target IF>15, similar to Med, Cell Reports Medicine, eBioMedicine, eClinicalMedicine etc.

Society: http://www.imeta.science  
Publisher: https://wileyonlinelibrary.com/journal/imeta 

iMeta: https://wiley.atyponrex.com/journal/IMT2 
Submission: iMetaOmics: https://wiley.atyponrex.com/journal/IMO2 
                     iMetaMed: https://wiley.atyponrex.com/journal/IMM3  
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