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Features of GISDD data
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Figure 1. Key features of GISDD.
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Resources & Tools in GISDD
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Figure 2: The user interface of data exploration in GISDD.



SIR Workflow in GISDD
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Figure 3. Overview of GISDD Sequence genotyping-Comprehensive thinking-Risk estimation (SIR) workflow.
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Figure 4. SIR workflow implementation two cases.
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Summary

1 GISDD integrates advanced online tools to enable rapid genotyping and
tracing of DENV subgenotype and clade, enhancing molecular epidemiology

insights.

 The database bridges critical surveillance gaps by mapping temporal-

geographical spread patterns of dengue outbreaks.

1 SIR workflow in GISDD enabling users to directly submit their sequences

through a webpage for analysis and receive the corresponding reports.
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