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) Overlapped in Ratio Overlapped in Ratio
Group Specimens MAGSs Qs dRep99 dRep95

stain level (%) species level (%)

Zoo wolf 15 1818 384 148 119 8 541 45 37.82
Wild wolf 17 3009 982 496 352 6 1.21 48 13.64

Indigenous
g 39 3452 1140 673 426 88 13.08 235 55.16

og

Pet dog 43 4803 1481 495 240 60 12.12 142 59.17
Working dog 34 5076 1515 441 326 43 9.75 125 38.34
Macaque 18 3131 1165 639 374 34 5.32 225 60.16
Total 166 21,289 6667 2892 1837 239 8.26 820 44.64
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