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* Evaluation of natural spllne regressmn model performance
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Performance evaluation

Evaluation of interspecies interaction inference performance
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Applications

Dataset 1: Aquatic microbiome
Fujita et al. Microbiome, 2023
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: Dataset 2: Term infant gut microbiome
I de Muinck et al. Nature communications, 2017
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Dataset 3: Preterm infant gut microbiome
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‘0) Summary

O In this study, we introduced an R package, MicrobTiSDA, specifically designed for
the analysis of microbiome time-series data;

1 MicrobTiSDA provides a streamlined workflow for microbiome time-series data
analysis;

d Compared to similar tools, MicrobTiSDA demonstrates superior performance @
and rapid computational efficiency;

1 MicrobTiSDA offers high flexibility and broad applicability across diverse
microbiome datasets;

 Website: https://github.com/Lishijiagg/MicrobTiSDA
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