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Genomic Surveillance of tet(X4)-Mediated Tigecycline Resistance Along the Pork Production Chain:
A One Health Perspective from Farm to Table
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CONCLUSION
e Critical Node: Slaughterhouses act as key enrichment hubs for resistant bacteria, not just passive transit points.
e Transmission Driver: Dissemination is underpinned by clonal expansion and stable plasmid backbones.
e Emerging Risk: Lineage-specific stratification reveals the convergence of virulence and resistance in "Hybrid" high-risk clones.
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