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Introduction

Ragomics-Meta is an open analytical workflow 

designed for single-cell, multi-omics, and spatial 

omics studies. It integrates analytical modules for 

scRNA/snRNA-seq, scATAC-seq, spatial 

transcriptomics, and spatial metabolism-related 

data. The platform supports quality control, 

dimensionality reduction, clustering, differential 

analysis, metabolic pathway scoring, cell-cell 

communication analysis, transcription factor 

regulatory network analysis, and host–

microbiome interaction exploration.



Overview of the Ragomics Cloud Platform



Cloud Workflow

Versatile, modular 

functions integrated 

into Ragomics-Meta



Cloud Tool: AI-Assisted Interpretation



Case Study 1: Validation Using ALL Single-Cell Data



Case Study 2: Single-Cell Metabolic Analysis in Colorectal Cancer



Case Study 2: Iron-Related Metabolic Communication in CRC



Case Study 2: Spatial Metabolism and Epigenetic Regulation



Summary

 In this study, we introduce Ragomics-Meta, an open, metabolism-centered multi-omics analysis workflow 

that supports multimodal data analysis, including scRNA/snRNA-seq, scATAC-seq, spatial transcriptomics, 

and spatial metabolomics.

 Ragomics-Meta integrates more than 100 commonly used functional modules, including mainstream tools 

such as Scanpy, Seurat, SnapATAC2, Squidpy, COMMOT, MEBOCOST, scMetabolism, and AUCell. 

These modules cover key analytical steps, including data preprocessing, clustering and annotation, 

differential analysis, metabolic pathway scoring, and visualization.

 The platform also supports AI-assisted analysis and interpretation. It can incorporate large language 

models such as ChatGPT, DeepSeek, and Grok to assist with cell-type annotation, gene list organization, 

pathway result interpretation, and hypothesis generation.

 Platform website: http://www.raganetwork.com.
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iMeta: Biology and Medicine in Info and Meta Era

“iMeta” launched in 2022 by iMeta Science Society, impact factor (IF) 44.4, ranking top 47/22643 in the world. It aims to publish 

innovative and high-quality papers with broad and diverse audiences. Its scope is similar to Cell, Nature and Science. Its unique 

features include video abstract, bilingual publication, and social media with 800,000 followers. Indexed by SCIE/ESI, PubMed, 

Google Scholar etc.

“iMetaOmics” launched in 2024, indexed by ESCI, PubMed, Google Scholar, with a target IF>15, and its scope is similar to 

Nature Communications, Science Advances, Advanced Science, Nucleic Acids Research, etc. 

“iMetaMed” launched in 2025, with a target IF>15, similar to Med, Cell Reports Medicine, eBioMedicine, eClinicalMedicine etc.

Society: http://www.imeta.science  
Publisher: https://wileyonlinelibrary.com/journal/imeta 

iMeta: https://wiley.atyponrex.com/journal/IMT2 
Submission: iMetaOmics: https://wiley.atyponrex.com/journal/IMO2 
                     iMetaMed: https://wiley.atyponrex.com/journal/IMM3  
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imetaomics@imeta.science 
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