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Microbial composition

O DLY

PLS-DA 0589 @
§ 10 \\\\\ i :DLY ° 0.20- /éfl{"
S0l ™ il N
o SN w 0.10-

g 10 T @ 0.05. i
_20 \\\ 00_

JXB DLY

N
E3

g__Lactobacillus
f__Lactobacilaceae
o__Lactobacillales
¢__Bacilli
¢__ Actinobacteria
o__Corynebacteriales
f__Corynebacteriaceae
g__Corynebacterium
f__Lachnospiraceae
c__Bacteroidia
o__Bacteroidales
f__Clostridiaceae
g__ Clostridium
f__Prevotellaceae
g__Prevotella

G__Erysipelotrichia
f__Erysipelotrichaceae
o__Erysipelotrichales
f__Lachnospiraceae
c__Negativicutes
g__ Catenibacterium

f__ Acidaminococcaceae
o__ Acidaminococcales
dg__Phascolarctobacterium
p__Proteobacteria

Network topology prope g__Blautia

degree Breeds JXB  DLY _Siirocecess

L Node 300 300 fE_leIellr;eII?ccﬂfae
: Elrmtlcut%st Edge 1251 2363 gg;gﬁtc,:éli%a:l:iﬁm

acteroidetes isti
= Actinobacteria Average Qegree 8.34 15753 gﬁgap—m'z;gﬁz
m Proteobacteria Den5|ty 0.028 0.053 g__Holdemanella
= Tenericutes Modularization coefficient 0.885  0.76 g_aﬁgf;“‘“;;%en:

Others Eigenvector centrality  0.02968 0.01984
0 1 2 3 4 5 6 7

LDA SCORE(log,,)

Figure 1. Composition of gut bacteria in the Jiaxing Black (JXB) and Duroc X Landrace X Yorkshire (DLY) pigs




Comparison of colon gene expression signatures
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Figure 2. Transcriptional changes of gene sets in the Jiaxing Black (JXB) and Duroc X Landrace X Yorkshire(DLY) pigs



ﬂr:ieteractions between host pathways and the gut microbiota
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Figure 3. Host pathway-gut microbiota interactions in the Jiaxing Black (JXB) and Duroc X Landrace X Yorkshire (DLY) pigs
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Central carbon metabolism in cancer
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Figure 4. Functional differences of gut microbiota between the Jiaxing Black (JXB) and Duroc X Landrace X Yorkshire (DLY) pigs
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Summary

1 In this study, we present the differences in colonic transcript levels and gut
microbiota composition between Jiaxing black pig (JXB) and Duroc x
Landrace x Yorkshire (DLY);

[ The regulatory effects of gut microbes on the host colonical and, in turn,
the host on the gut bacterial immune response and metabolism were
determined, and key genes and microbiota were identified;

[ These findings provide insights into the mechanisms of gut microbiota and
their potential applications in animal production.
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